Corrections &amendments

Author Correction: CheckM2: arapid, scalable and accurate tool
for assessing microbial genome quality using machine learning

Correction to: Nature Methods https://doi.org/  Alex Chklovski, Donovan H. Parks ®, Ben J. Woodcroft® & Gene W. Tyson®
10.1038/s41592-023-01940-w, published
online 27 July 2023.

Inthe version of the article initially published, the color key in Fig. 5was incorrect and has been
https://doi.org/10.1038/s41592-024-02248-z  amended so that blue represents CheckM2 and orange represents CheckM1. This has been
corrected inthe HTML and PDF versions of the article.
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