nature methods AMENDMENTS

Publisher Correction: A complete, telomere-to-telomere human genome sequence
presents new opportunities for evolutionary genomics
Yafei Mao® and Guojie Zhang

Correction to: Nature Methods https://doi.org/10.1038/s41592-022-01512-4, published online 10 June 2022.

In the version of this article originally published, the illustration in the top-left plot of the “Long-read technologies” section of Fig. 1a was
inadvertently duplicated in the plot, while the lower red rectangles alongside “Human_GRCh38” in Fig. 2a were missing. The duplicate
illustration has been removed and the rectangles have been restored in the HTML and PDF versions of the article.

Published online: 22 June 2022
https://doi.org/10.1038/s41592-022-01551-x
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Author Correction: Augmenting and directing long-range CRISPR-mediated activation
in human cells

Y. Esther Tak, Joy E. Horng, Nicholas T. Perry @, Hayley T. Schultz, Sowmya lyer, Qiuming Yao, Luli S. Zou,

Martin J. Aryee®, Luca Pinello and J. Keith Joung

Correction to: Nature Methods https://doi.org/10.1038/541592-021-01224-1, published 5 August 2021.

In the version of this article originally published, the Acknowledgements sentence for J. Keith Joung omitted NIH grant no. RM1
HG009490. The statement has now been amended in the HTML and PDF versions of the article.
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