
Amendments

Author Correction: Single-nucleus chromatin accessibility profiling highlights regulatory 
mechanisms of coronary artery disease risk
Adam W. Turner, Shengen Shawn Hu   , Jose Verdezoto Mosquera   , Wei Feng Ma, Chani J. Hodonsky   , Doris Wong, 
Gaëlle Auguste   , Yipei Song, Katia Sol-Church, Emily Farber, Soumya Kundu, Anshul Kundaje   , Nicolas G. Lopez, 
Lijiang Ma, Saikat Kumar B. Ghosh, Suna Onengut-Gumuscu   , Euan A. Ashley   , Thomas Quertermous   , 
Aloke V. Finn, Nicholas J. Leeper   , Jason C. Kovacic, Johan L. M. Björkegren   , Chongzhi Zang    and Clint L. Miller   

Correction to: Nature Genetics https://doi.org/10.1038/s41588-022-01069-0, published online 19 May 2022.

Originally, Johan L. M. Björkegren’s surname was misspelled as Björkgren, ref. 86 (Koplev et al., Nat. Cardiovasc. Res. 1, 85–100 (2022)) 
was missing, while, in Fig. 6a “chr1” appeared as “chr6” and in Extended Data Fig. 5a, “rs998584” appeared as “rs9985854.” The errors 
have been corrected online.

Published online: 29 June 2022 
https://doi.org/10.1038/s41588-022-01142-8
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Author Correction: Improving polygenic prediction in ancestrally diverse populations
Yunfeng Ruan, Yen-Feng Lin   , Yen-Chen Anne Feng   , Chia-Yen Chen   , Max Lam   , Zhenglin Guo, Stanley Global 
Asia Initiatives*, Lin He, Akira Sawa   , Alicia R. Martin   , Shengying Qin   , Hailiang Huang    and Tian Ge   

Correction to: Nature Genetics https://doi.org/10.1038/s41588-022-01054-7, published online 5 May 2022.

In the version of this article initially published, affiliation 24—Digital China Health Technologies Corp. Ltd., Beijing, China—was  
presented incorrectly and has been amended in the HTML and PDF versions of the article.

*A list of authors and their affiliations appears online.

Published online: 4 July 2022 
https://doi.org/10.1038/s41588-022-01144-6
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Publisher Correction: A phenotypic spectrum of autism is attributable to the combined 
effects of rare variants, polygenic risk and sex
Danny Antaki   , James Guevara, Adam X. Maihofer   , Marieke Klein, Madhusudan Gujral, Jakob Grove   , 
Caitlin E. Carey, Oanh Hong   , Maria J. Arranz   , Amaia Hervas, Christina Corsello, Keith K. Vaux, Alysson R. Muotri   , 
Lilia M. Iakoucheva   , Eric Courchesne   , Karen Pierce, Joseph G. Gleeson   , Elise B. Robinson, Caroline M. Nievergelt    
and Jonathan Sebat   

Correction to: Nature Genetics https://doi.org/10.1038/s41588-022-01064-5, published online 2 June 2022.

In the version of this article initially published, an asterisk indicating significance was missing above the “Excitatory deep layer 2;  
TADA genes” column in Fig. 7c. The asterisk has been restored to the HTML and PDF versions of the article.

Published online: 29 June 2022 
https://doi.org/10.1038/s41588-022-01145-5
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