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ERRATA  AND  CORR IGENDA

Erratum: Detection and interpretation of shared genetic influences on 42 
human traits
Joseph K Pickrell, Tomaz Berisa, Jimmy Z Liu, Laure Ségurel, Joyce Y Tung & David A Hinds
Nat. Genet.; doi:10.1038/ng.3570; corrected online 13 June 2016 

In the version of this article initially published online, the label on the y axis of the bottom-most plots in Figures 1 and 3a incorrectly included a 
negative symbol. The error has been corrected for the print, PDF and HTML versions of this article.

Corrigendum: Parallel evolution of male germline epigenetic poising and 
somatic development in animals
Bluma J Lesch, Sherman J Silber, John R McCarrey & David C Page
Nat. Genet.; doi:10.1038/ng.3591; corrected online 18 July 2016

In the version of this article initially published online, the following callouts to supplementary items or main figure panels were incorrect: in the 
legend to Figure 1, the callout to Supplementary Figure 4 should have referred to Supplementary Figure 2; on page 4 of the PDF, the callout to 
Figure 4a should have also called out Figure 4b; on page 6 of the PDF, the callout to Supplementary Table 4 should have referred to Supplementary 
Table 5 and the callout to Supplementary Figure 9b should have referred to Supplementary Figure 10b; and on page 9 of the PDF, the callout to 
Supplementary Table 2 should have referred to Supplementary Data. The errors have been corrected for the print, PDF and HTML versions of 
this article.

Corrigendum: Meta-analysis of 375,000 individuals identifies 38 susceptibility 
loci for migraine
Padhraig Gormley, Verneri Anttila, Bendik S Winsvold, Priit Palta, Tonu Esko, Tune H Pers, Kai-How Farh, Ester Cuenca-Leon, Mikko Muona, 
Nicholas A Furlotte, Tobias Kurth, Andres Ingason, George McMahon, Lannie Ligthart, Gisela M Terwindt, Mikko Kallela,  
Tobias M Freilinger, Caroline Ran, Scott G Gordon, Anine H Stam, Stacy Steinberg, Guntram Borck, Markku Koiranen, Lydia Quaye,  
Hieab H H Adams, Terho Lehtimäki, Antti-Pekka Sarin, Juho Wedenoja, David A Hinds, Julie E Buring, Markus Schürks, Paul M Ridker,  
Maria Gudlaug Hrafnsdottir, Hreinn Stefansson, Susan M Ring, Jouke-Jan Hottenga, Brenda W J H Penninx, Markus Färkkilä, Ville Artto, 
Mari Kaunisto, Salli Vepsäläinen, Rainer Malik, Andrew C Heath, Pamela A F Madden, Nicholas G Martin, Grant W Montgomery,  
Mitja I Kurki, Mart Kals, Reedik Mägi, Kalle Pärn, Eija Hämäläinen, Hailiang Huang, Andrea E Byrnes, Lude Franke, Jie Huang,  
Evie Stergiakouli, Phil H Lee, Cynthia Sandor, Caleb Webber, Zameel Cader, Bertram Muller-Myhsok, Stefan Schreiber, Thomas Meitinger, 
Johan G Eriksson, Veikko Salomaa, Kauko Heikkilä, Elizabeth Loehrer, Andre G Uitterlinden, Albert Hofman, Cornelia M van Duijn,  
Lynn Cherkas, Linda M Pedersen, Audun Stubhaug, Christopher S Nielsen, Minna Männikkö, Evelin Mihailov, Lili Milani, Hartmut Göbel, 
Ann-Louise Esserlind, Anne Francke Christensen, Thomas Folkmann Hansen, Thomas Werge, International Headache Genetics Consortium, 
Jaakko Kaprio, Arpo J Aromaa, Olli Raitakari, M Arfan Ikram, Tim Spector, Marjo-Riitta Järvelin, Andres Metspalu, Christian Kubisch,  
David P Strachan, Michel D Ferrari, Andrea C Belin, Martin Dichgans, Maija Wessman, Arn M J M van den Maagdenberg, John-Anker Zwart, 
Dorret I Boomsma, George Davey Smith, Kari Stefansson, Nicholas Eriksson, Mark J Daly, Benjamin M Neale, Jes Olesen, Daniel I Chasman, 
Dale R Nyholt & Aarno Palotie
Nat. Genet.; doi:10.1038/ng.3598; corrected online 18 July 2016 

In the version of this article initially published online, the affiliations for Bertram Muller-Myhsok and Patricia Pozo-Rosich were incorrect or 
incomplete. These errors have been corrected for the print, PDF and HTML versions of this article.

Corrigendum: Stromal contribution to the colorectal cancer transcriptome
Claudio Isella, Andrea Terrasi, Sara Erika Bellomo, Consalvo Petti, Giovanni Galatola, Andrea Muratore, Alfredo Mellano,  
Rebecca Senetta, Adele Cassenti, Cristina Sonetto, Giorgio Inghirami, Livio Trusolino, Zsolt Fekete, Mark De Ridder, Paola Cassoni,  
Guy Storme, Andrea Bertotti & Enzo Medico
Nat. Genet. 47, 312–319 (2015); published online 23 February 2015; corrected after print 29 August 2016

In the version of this article initially published, an affiliation for author Zsolt Fekete was incorrectly omitted. The missing affiliation was to the 
Department of Oncology, University of Medicine and Pharmacy Iuliu Hatieganu, Cluj-Napoca, Romania. The error has been corrected in the 
HTML and PDF versions of the article.
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