© 2017 Nature America, Inc., part of Springer Nature. All rights reserved.

CORRIGENDA AND ERRATA

Corrigendum: NANS-mediated synthesis of sialic acid is required for brain
and skeletal development
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Nat. Genet. 48, 777-784 (2016); published online 23 May 2016; corrected after print 6 March 2017

In the version of this article initially published, the name of author Torben Heise was given incorrectly as Thorben Heisse, and the name of author
Valérie Cormier-Daire was given incorrectly as Valerie Cormier. The institutional affiliation for Delphine Heron was listed incorrectly as Institut
IMAGINE, Hopital Necker-Enfants Malades, Paris, France, and should have been listed as Département de Génétique Médicale et Centre de
Référence Déficiences Intellectuelles, Groupe Hospitalier Pitié-Salpétriére, Université Pierre et Marie Curie, Paris, France. The errors have been
corrected in the HTML and PDF versions of the article.

Corrigendum: Mutations in the histone methyltransferase gene KMT2B
cause complex early-onset dystonia
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Nat. Genet. 49, 223-237 (2017); published online 19 December 2016; corrected after print 20 April 2017

Following publication of this article, the authors were asked to remove a clinical image and some video footage of one of the affected individuals.
Although consent was obtained, in keeping with their ethical consent framework, the authors allow for withdrawal of consent and are carrying
out the wishes of the research subjects under their consent process. This amendment has been made in the HTML and PDF versions of the article.

Corrigendum: SMCHD1 mutations associated with a rare muscular dystrophy

can also cause isolated arhinia and Bosma arhinia microphthalmia syndrome
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Nat. Genet. 49, 238-248 (2017); published online 9 January 2017; corrected after print 20 March 2017

In the version of this article initially published, the legend to Figure 4c stated that only one proband without SMCHDI mutation was tested for
D4Z4 methylation pattern. However, three probands and one affected family member without SMCHDI mutation were tested, as shown in the
figure. The error has been corrected in the HTML and PDF versions of the article.
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